(continued): Results of ITS2 assay for family Mp1_6.9. This panel reports the profiles for pups Mp1_6.9_E8 to Mp1_6.9_E16 all, except Figure S2 : Admixture analysis of 270 individuals (family Mp1_6.9 with 16 pups, 136 adults of Mustelus mustelus and 117 adults of M. punctulatus) estimated from four loci (MaD2X, McaB35, Mh9, Mh25, successfully amplified and most polymorphic in both species) using the software Structure (Pritchard et al. 2000 , Falush et al. 2003 , Hubisz et al. 2009 ). Each individual is represented by a vertical line, which is partitioned into K coloured segments, the length of each colour being proportional to the estimated membership coefficient from cluster 1 (red, M. mustelus) and cluster 2 (green, M. punctulatus). Table S1 . Microsatellite loci used in this study. Reported are: locus name, primer sequences, species in which each primer pair works, and reference for the locus isolation. Six loci, highlighted in light blue (Gg4, Gg20, MaTJ5, Mca33, McaB26, Mh1) , were used for molecular identification of all the 792 specimens analysed. Nine loci, highlighted in light orange (Gg22, MaD2X, MaFYP, MaND5, McaB5, McaB35, Mh9, Mh25, Mh29) , were used to assess multiple paternity. Amplification conditions are described in Marino et al. (2015) .
Locus
Primer sequence (5'-3') Species References Table S2 . Probability of detecting multiple matings. The table reports the probability of detecting multiple matings calculated with PrDM (Neff and Pitcher 2002) in Mustelus mustelus and M. punctulatus assuming 4 distinct mating scenarios and specific litter sizes. Reported are the species identification, female individual ID, litter size and mating scenarios, with red highlighting the females with multiple paternity.
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